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An E. coli proteome chip Incubate with milk for 1h Incubate with Dylight 650™
(antigen chip) (milk antibody interact with labeled protein G for 1h
E. coli proteins on chip)

(Bound milk antibodies
detected by Dylight 650™
labeled protein G)

Milk obtained from
the dairy farm

Normal milk Mastitis milk

152 E. coli antigen proteins
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